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Figure 1 


ttaagcccat caatccaatc ggtgactaaa atcagacagg aagccctgtg cc ^"agat 
y Consensus primer attggcgcaa actcctcaoa 

aaagaaagcc tggggggaaa atgatctcaa gttcatttcg attggcgcaa actcctcaca 

gaggaaaaaa tgtacagtta gagtgaagtg aaagaacatc tctataaaat atgcatcact 

tcctggcggg gaggagagag gagctatgga aagctacacc aaagctgtat tcactggaca 

aaaatgcttg actcaggaag gaggccggag cggcgagtcc tgtgatgcca tggcgggagg 

tgggtcccat gtaaacagtg gtgttcctgt caccctgagc acatgcagtc tcccgtgggt 

aaccagaact gatgcaagag cccctgctgt ggaagtcacc acgctctccc agaacgcgcc 

tccccccagg tctgagtgat ctcattgccg aggtgaatag ggctttggcc gctctcccaa 

aggagccCgc cccagacaca gccatggcct gggactctgg ggtcaccctg gggtcagaag 

gcg gggtctgtgt cggta WT Primer 

acg gggtctgtgt cggta SNP Primer 

gaattatctg tattcacttg gttttggtta ttgtcagtgt tatttatgtg tttatttatt 

ttttattttt agagacaggc ttttactctg tctcccaggc tggagtgcag tgatgggatc 
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Figure 2 


TPA -7351 Genotypes for Subjects 76,77,78 - AGSS 
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